Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.003 Å; R factor = 0.015; wR factor = 0.030; data-to-parameter ratio = 24.2.
In the title compound, trans-[PtCl 2 (C 7 H 9 N) 2 ], the Pt II atom is located on an inversion center and is coordinated by two 3,4-dimethylpyridine ligands and two chloride ligands, resulting in a typical slightly distorted square-planar geometry. The crystallographic inversion centre forces the value of the C-N-N-C torsion angle to be linear and the 3,4-dimethylpyridine ligands to be coplanar.
Related literature
For related complexes see: ; Eremenko et al. (1997) ; Shaver et al. (2000) ; Zordan et al. (2005) ; Rochon et al. (1996) ; . For the geometry of the pyridine ligand, see: Bond & Davies (2002) . For related literature, see: Orpen et al. (1989) .
Experimental
Crystal data [PtCl 2 (C 7 i: -x, -y, -z) to be 180° and the the 3,4-dimethyl-pyridine ligands to be coplanar.
The geometry of 3,4-dimethylpyridine ligands resembles the geometry of the uncoordinated 3,4-dimethylpyridine, i.e.
the C-C and C-N bond distances and angles in the coordinated 3,4-dimethylpyridine agree well with the expected value (Bond, Davies, 2002) . The bond distance Pt-N (2.0148 (18) Å) is similar to the Pt-N bond lengths in other related compounds (Orpen et al., 1989) . The Pt-Cl bond lengths agree well with the reported values (See Table 2 ). Table 2 
Refinement
Hydrogen atoms were positioned geometrically and constrained to ride on their parent atoms, with C-H = 0.95-0.98 Å, and Uĩso~ = 1.2-1.5 U~eq~(parent atom). The highest peak is located 0.87 Å from atom Pt1 and the deepest hole is located 0.83 Å from atom Pt1.
Figures Fig. 1 . The molecular structure of the title molecule, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. 2.019 (5) 2.303 (3) 89.7 (2) 2,6-bis(hydroxymethyl)pyridine [5] 2.040 (7) 2.306 (3) 90 m
